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LOCUS BAHO04252 173 aa linear  PLN 05-AUG-2014

DEFINITION LEAFY, partial [Cardamine alpinal.

ACCESSION  BAH04252

VERSTON BAH04252. 1 [————————n
DBSOURCE accession AB378290. 1 .

ORIGIN
1 wnptratvga lppvppppaq gpattqtaaf gmrlgglegl fgaygirfyt aakiaelgft
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>BAH04252 LEAFY, partial [Cardamine alpinal].
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BLAST+

« BLAST (Basic Local Alignment Search Tool) f&—2H7E & H /M
Bz IR AR PR R ARSI i T A, e et & il 4
(Query) 57502 it AT Ee R AR LR 41

 BLASTH Z /1 i 4, Hobse® H 72 NCBI BLAST+.
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